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ACCCTTTTAGAAAACAAAA-TCCAGACATAGTTATC

CAATACATGCGATG-ATTTGTATG-TAGG-ATCTG-ACT

ECCCTTTTACAAARACACAA-TCCACACATAGTTATC
AGCCTTTTAGAAAACAGAA-TCCAGACATAGTTATC
AGCCTTTTAGAAAACAGAA-TCCAGACATAGTTATC
AGCCTTTTAGAAAACAGAA-TCCAGACATAGTTATC
AGCCTTTTAGAAAACAGAA-TCCAGACATAGTTATC
AGCCTTTTAGAAAACAGAA-TCCAGACATAGTTATC
AGCCTTTTAGAAAACAGAA-TCCAGACATAGTTATC
AGCCTTTTAGAAAACAGAA-TCCAGACATAGTTATC
AGCCTTTTAGAAAACAGAA-TCCAGACATAGTTATC
AGCCTTTTAGAAAACAGAA-TCCAGACATAGTTATC

= CTTTTAGAAAACAMAA-TCCAGACATAGTTATC,

ACGCCTTTTACAAAACACAA-TCCACACATAGTTATC
AGCCTTTTAGAAAACACAA-TCCACACATAGTTATC
ACGCCTTTTACAAAACACAA-TCCACACATAGTTATC
A CTTTTAGAAAACACAA-TOCAGAT ATAGTTATC
4 mmA - c -G mT ATAGTTATC
Auve i mummmmemame s mame AT AGTTATC
ACCCTTTTACAAAACACAA-TCCACACATAGTTATC
AGCCTTTTAGCAAAACACAA-TCCACACATAGTTATC
ACCCTTTTACAAAACACAA-TCCACACATAGTTATC
AGCCTTTTACAAAACACAA-TCCACACATAGTTATC
ACGCCTTTTACAAAACACAA-TCCACACATAGTTATC
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CAATACATOGULATG-ATTTOGTATG-TAGL-ATCTGL-ACT
CAATACATGCGATG-ATTTGTATG-TAGG-ATCTG-ACT
CAATACATGCATG-ATTTOTATG-TAGG-ATCTG-ACT
CAATACATGCGATG-ATTTGTATG-TAGG-ATCTG-ACT
CAATACATGCATG-ATTTOTATG-TAGG-ATCTG-ACT
CAATACATCGCATG-ATTTOGTATG-TAGG-ATCTG-ACT
CAATACATGOATG-ATTTOTATG-TAGG-ATCTG-ACT
CAATACATCCATG-ATTTOGTATG-TAGG-ATCTG-ACT
CAATACATGOGATG-ATTTOTATG-TAGG-ATCTG-ACT
CAATACATGCATG-ATTTGTATG-TAGG-ATCTG-ACT
CCAATACATGCCATG-ATTTGTATG-TAGG-ATCTG-ACT

Open Consensus Alignment 1920

TATG-TAGG-ATCTG-ACT
TATG-TAGG-ATCTGOTACT

Select @ 995: A (98.96%)
Select @ 995: G (1.04%)

TATG-TAGG-CTCGOG-ACT
TATG-TAGG-CTCGG-ACT
TATG-TAGG-CTCOG-ACT

Properties

TATG-TAGG-CTCGG-ACT
TATG-TAGG-CTCGG-ACT

CAATACATGCGATG-ATTTGTATG-TAGG-CTCGG-ACT
CAATACATGCATG-ATTTOGTATG-TAGG-CTCOG-ACT
CAATACATGCGATG-ATTTGTATG-TAGG-CTCTG-ACT
CAATACATGCATG-ATTTOGTATG-TAGG-ATCTG-ACT
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TT-C---AG--C- - AAATTT-GCGCACCGT-TTTCACCCOGCACCOTCCACTCAGAAACAT GO
TT-C---CG--C--ACAT T T-ACGAACGA-TTTCACCCGCAATTTCGCACTCAC AAACATCCH
TT-C---CG--C--ACATTT-AGAAGA-TTTCACCCGCAATTTGCACT CACAAMACATCG!
TT-C---CG--C--ACATTT-AGAAGA-TTTCACCCGCAATTTGCACT CACAAACATCG!
TT-C---CG--C--ACAT T T-ACGAACGA-TTTCACCCGCAATTTCGCACTCACAAACATCCH
TT-C---CG--C--AGCATTT-AGAAGA-TTTCACCCGCAATTTGCACT CACAAACATCGI
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T-CGGCCTGAGTTC--ACCAAATTTCCAEEITTTCACCCOGCAGGGT GCACT GA- CAAL- (y $ #
T-TOGCCTGTTETC--AGACAATTT XKCA--TTR-CACCCGCAATTTOGCACT CA- CAAA- 0

- CACCCOGCAATTTGCACT GA- CAAAL-
CCCOCAATTTOGCACT CA- CAAMA-

0

T-TGCCTOGTTETC--AGACAATTTRCGA
T-TGCCTOGTTETC--AGACAATTT ALA
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