
v2.31 Contigs Scaffolds
Number of sequences 26,884 3,230
Total sequence length 737,656,334 781,381,961
Average sequence length 27,438 241,914
Std. dev. sequence length 59,792 2,015,244
Minimum sequence length 416 2,000
Maximum sequence length 2,487,452 42,120,931
Median sequence length 7,260 2,848
N25 sequence index 563 6
N25 sequence length 197,686 23,291,034
N50 sequence index 2,007 16
N50 sequence length 87,006 16,467,036
N75 sequence index 5,333 34
N75 sequence length 36,348 7,023,442
N95 sequence index 13,791 72
N95 sequence length 6,762 1,965,565
A content 243,307,591 (32.98%) 243,307,591 (31.14%)
C content 125,620,508 (17.03%) 125,620,508 (16.08%)
T content 243,156,904 (32.96%) 243,156,904 (31.12%)
G content 125,571,214 (17.02%) 125,571,214 (16.07%)
N content 117 (0.00%) 43,725,744 (5.60%)


